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Cell Line Authentication Service
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Allelel Allele2 Allele3 Allelel  Allele2  Allele3
4-2 233.57 [19.3] 19.3
5-5 327.61 [12] 12
6-4 294,51 [16.3] 299.91 [17.3] 16.3 17.3
6-7 346.31 [15] 15
9-2 221.13 [15] 15
12-1 225.65 [16]) 16
15-3 192.7 [20.3] 200.82 [22.3] 20.3 22.3
18-3 159.87 [18] 18
X-1 396.22 [24] 24
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