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Loci  XtEYHIESE : neuro-2a {HREEELHRES © Neuro-2a
Allelel Allele2 Allele3 Allelel  Allele2 Allele3

4-2 241,59 [21.3] 245.58 [22.3] 241.83 24581

5-5 339.67 [15]) 347.65 [17] 339.66 347.81

6-4 299.89 [18] 307.77 [19] 300.1 307.97

6-7 334.1 [15] 33444

9-2 221.06 [15] 22548 [16] 221.26 22544

12-1 225.3 [16] 225.85

15-3 197.02 [21.3] 200.15 [22.3] 205.17 [23.3] |196.94 200.29 204.99

18-3 176.13 [22] 176.52

X-1 404.29 [26] 409.33 [27] 405.08 409.15
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2 4-2 (FAM) 5-5(FAM)
3 6-7(FAM) X-1(FAM)
4 9-2(NED) 15-3(NED)
5 6-4(NED)
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Gene Map per I1DV3.2

Sample File Sample Name Panel SQO 0S SQ
70 _F09_CellLineAuthentication-1-0615.2.fsa neuro-2a shu-1 [ |
18-3 4-2 6-7
140 210 2B0 350 420 490
120000 — !
80000 —
40000 —
. A 1 ]
I 11 R
176.13 241.59 334.10
12392 14082 16336
83923 114%41 154751
245.58
21573
174481
LZQ FQ9 Celll ineAuthentication-1-0615.2 fsa neuro-2a shu-1 2]
[ 92
140 210 280 350 420 4810
120000
80000
40000
0 M
221.06
9552
73551
225.48
2103
14182
86_F11_CellLineAuthentication-1-0615.2.fsa | neuro-2a shu-2 |
121 5-5 X-1
140 210 280 350 420 490
120000 I
80000
40000
] 1 [ !
339.67 404.29
8694 439()
7774% 40839
347.65 409.33

6788 3915
Lk
64528 27909 m

sat Jun 19,2021 03:19AM, PDT Printed by:gmid
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Sample File Sample Name Panel SQO 0S SQ
86 F11 CelllineAuthentication-1-0615.2 fsa neuro-2a shu-2
| 15-3 64 | [_D4s2408
140 0 280 350 420 450
90000 i—
60000 i—
30000 i—
0 n =
197.02 299.89
1634 4957
11098 40073
1 Il
200.15 307.77
320 5831
2261 49231
205.17
2325
60

sat Jun 19,2021 03:19AM, PDT

Printed by:gmid
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