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D351358 15 17
D13S317 11 14 11 14
D7S820 10 11 10 11
D165539 9 11 9 11
D8S1179 13 13
Penta D 12 12
D195433 14 15
D55818 11 12 11 12
D21511 31.2 31.2
TPOX 8 8 8 8
D151656 12 16.3
D651043 11 19
D25441 10 11
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D251338 20 20
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Penta E 12 16
THO1 8 8 8 8
D18S51 15 21
CSF1PO 11 12 11 12
FGA 21 23
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Result of STR matching analysis by your data.

- DEMZ Profile Database -

A graphical presentation is shewn at the bottom of this page.

Cell Ne. Cell name Locus names
EV D55818 | D135317 | D75820 | D165535 | VWA | THO1 | AM | TPOX | CSFIPO | Figures
Query (Your Cell) 11,12 11,14 1811 211 1515 | &8 |xv| &8 | 1112
1.00(36/36) | cCLT MRCS .12 114 10,11 5,11 15.15 B8 |XY| 88 | 1112 3
1.00(36/36) | IFC50073 MRC-5 .12 .14 10,11 9,11 15,15 B8 |XY| 88_1 1112 -
1.00(35/35) | JCRESOCS MRCS .12 .14 10,11 5,11 15.15 BB | XY, f‘ég 1T -
100(36/36) | RCBO211 MRCS 11,12 .14 10,11 5,11 1515 88 | W B, %}\ -
100(35/356) | RcBOZiE MRC-5, knowm PDL .12 .14 10,11 5.11 15.15 88 | 88 4l 11.12% -
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