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Loci  pEiQ4mpEE : MH-S FHH@TE?EH@% : MH-S
Allelel Allele2 Allele3 Allelel Allele2 Allele3
4-2 237.57 [20.3] 237.53 [20.3]
5-5 347.8 [17] 347.74 [17]
6-4 299.95 [18]) 299.73 [18]
6-7 346.29 [15]) 346.35 [15]
9-2 233.28 [17.3] 233.23 [17.3]
12-1 229.76 [17] 229.61 [17]
15-3 200.82 [22.3) 200.7 [22.3]
18-3 151.81 [16] 151.69 [16]
X-1 404.87 [26] 404.35 [26] 408.85 [27]
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HE1 HBE2
1 18-3(FAM) 12-1(FAM)
2 4-2 (FAM) 5-5(FAM)
3 6-7(FAM) X-1(FAM)
4 9-2(NED) 15-3(NED)
5 6-4(NED)
6 D45S2408(NED)
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