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o Fit: FNMBRSKSFET ATCC, DSMZ ( DSMZ s 73kE ATCC. DSMZ,
JCRB # RIKEN £ 2490 #R4HAEAY STR #dE ) , EXPASy #HBEE ( EXPASY RT3k
BF ATCC, DSMZ. JCRB, ECACC # Riken Z#iEEE24 8,000 #k AJE4HAE STR
#WE ) RY STR HBUELLEE , KRR T ARG AIES. RE ATCC iR
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3 6-7(FAM) X-1(FAM)
4 9-2(NED) 15-3(NED)
5 6-4(NED)
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Biosystems 20240130
GeneMapper ID v3.2
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