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Allele1l Allele2 Allele3 Allele1l Allele2 Allele3
4-2 237.51 [20.3] 20.3
5-5 335.61 [14] 14
6-4 295.81 [17]  299.65 [18] 17 18
6-7 334.21 [17] 12
9-2 221.05 [15] 15
12-1 225.67 [16] 16
15-3 209.03 [24.3] 213.09 [25.3] 217.14 [26.3] 243 253 26.3
18-3 151.65 [16] 16
X-1 404.28 [26]  408.27 [27] 26 27
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3 6-7(FAM) X-1(FAM)
4 9-2(NED) 15-3(NED)
5 6-4(NED)
6 D45S2408(NED)
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