2 Bt 4%

B il

Cell Line Authentication Service

STR Z H AU IR &

R - FREEYRER ( L) BIRAHE

ISR AR
IRESEHR : 2024-08-22




ik 5 iR BB

1. MRERGFGAIEFRER.

2. 1ot e FRYMIGERIGIREBMEZIR , REREMERTT 5. MLk
B EE,

3. AIRSEAEFW , BTUEIREZ AR tAHRLUBESURE | BHAR
FRIE,

4. JREIRIe R SR, 1B, BeRIISERIR R EIRRISEMHITRL.




FmiER

HERRS :
EFEARS NERS
HEC-1-A 20240814-08
HEmEE 1
HEmiE - e
IR : STR
1&N7AE : B Axygen IEFEEIZRNFISIZEN DNA |, SZA 21- STR 851

£ ABI 3730XL BUEES N LEXT STR AafliEBIEE Amelogenin i#1T

i,




¥l &5 R

(=) REEFER
BEFRFFHS - AARS SFuEE LERARR AR EV{E  Pufgiiip
HEC-1-A 20240814-08 a HEC-1-A EXPASY 0.97 EAHE,
HAERENGINER
o ZHNUERIE=FMRULERISR.

RRIEN SR L BEERRET.

() B

20240814-08 : iztk4HEE DNA DEEMRARRPHEIBFEMEER , EXPASY HIEER

RAEE S HEC-1-A |, ARESRIM CVCL 0293, ARSNIIEZ AR RIMSS(IEE,

& SNMIERSKRET ATCC, DSMZ ( DSMZ IR T3KHE ATCC, DSMZ, JCRB #1 RIKEN
£ 2490 HR4BIEAY STR #4E ) , ExPASy 4B ( ExPASY YR T3REF ATCC. DSMZ, JCRB,
ECACC # Riken E#UEREZ] 8,000 kAJRMHAE STR £3E ) #AY STR FUEILHES , RIFET Lidm
IERABRAS T ALES., 1RIE ATCC inEZRRSUEEIRAE ( ANSI/ATCC ASN-0002-2022 ) ,ITER
& EV280%IAAEMNEBHEXY | AIsefiTETHREBAE ;| ILECE 55%-80%ZiE , T84S
BHEDZH—THNEEANEEBX MY,




() HFFBER

#HRERY STR {ii=2#1 Amelogenin (IRAIEE D BIER
Xte4EEE STR ER {HIEEEAEAE STRER
Loci XA MIESE : HEC-1-A IEEMES - HEC-1-A
Allelel Allele2 Allele3 Allelel Allele2 Allele3

D55818 11 15 11 15
D135317 11 11 11 11
D75820 9 11 12 9 11
D165539 12 12 12 12

VWA 18 19 18 19

THO1 6 7 6 7

AMEL X X X X

TPOX 8 11 8 11
CSF1PO 10 12 10 12
D125391 19 19

FGA 21 22
D251338 18 19
D21511 30 31
D18S51 16 21
D851179 13 14
D351358 15 15
D651043 12 19
PENTAE 11 11 @ ( £
D195433 13 14 /%HF ~/
PENTAD 9 12 ﬁ’?_ﬁ f
DIS1656 | 183 183 \& Y/




H {8 ix BB

(=) PEAERMRSH

(=) STREUREEELYS

BFE1 BE2 BE3 BhE4
1 D351358 D8S1179 D195433 AMEL
2 VWA D21511 THO1 D151656
3 D75820 D165539 D135317 D55818
4 CSF1PO D251338 TPOX D125391
5 PENTAE PENTAD D18S51 FGA
6 D651043

LT RN

AAEIRA DSMZ tools H{THMELLRS , HPEERETF ATCC, DSMZ, JCRB # RIKEN HiEE
2455 MHAEAR STR HUE. WRFFONMRERERERTIA LM ESIXE BT A AR ARG T A
1TEexs . AP SRIRIEME S B R BT S EAPEUR R HITHURT,




Applied

Biosystems 20240814
GeneMapper ID v3.2
Sample File Sample Name Panel SQO0 [o} sSQ
08_HO01_Cellidentification-2---0815.fsa HEC-1-A 21Plex_STR_Panel_v1.2 [] []
| D3s1358 | | VWA | [ D7s820 | [ CSF1PO || Penta E |
8‘0 1§0 24}0 3?0 490 4§0
2100+
1400+
700+
ol N .MA J‘ ] |
is oll12.
08 _HO01_Cellidentification-2----0815.fsa | HEC-1-A | 21Plex_STR_Panel v1.2 | | [ ] | [ ]
| D8S1179 I D21511 [ D16S539 | | D251338 || Penta D |
8‘0 . 1§0 ‘ 24}0 3?0 ‘ 4(?0 ‘ 4§0
1200+ ' ' ‘ ‘ ' ‘ ‘ ' ‘ ‘
800+
400+ I I
O,,
30 5
14/ 31 19
08 HO1_Cellidentification-2----0815.fsa |HEC-1-A | 21Plex_STR_Panel_v1.2 | | [ ] | [ ]
| D19S5433 | THo1 || D13s317 || TPOX || D18S51 I D6S1043 |
8‘0 1§0 240 320 490 4§0
3300+
2200+
| L Il |
0 —L— U _AJA
6| Rl
08_H01_Cellidentification-2----0815.fsa | HEC-1-A | 21Plex_STR_Panel v1.2 | | [ ] | [ ]
[..][__D1s1656 _ |[ D5S818 || D12S391 | | FGA |
8‘0 1§0 ‘ 240 3?0 ‘ 490 ‘ 4§0
2100+
1400+
700+ J
0 T - ‘L 1 =17
X 18.3 11 15 19 21
PR
122

Thu Aug 15,2024 03:53PM, PDT

Printed by: gmid

Page 1 of 1




