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Cell Line Authentication Service
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Allelel Allele2 Allele3 Alleled Allelel Allele2 Allele3
4.2 238.08 242.13 237.14 241.16
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300.17 29942
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Biosystems 20230816SHU
GeneMapper ID v3.2
Sample File Sample Name Panel SQO0 0S SQ
68 D09 _Cellidentification-1-0817.fsa C8-DIA SHU-1
| 18-3 4-2 | 6-7 |
1 QO 1 4}0 1 §0 2?0 2§0 390 34}0 3§0 4?0 4§O 5(.)0 54}0 . 5§O 6?0
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700+
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